B
ioManager is a web-based bioinformatics system that integrates over 280 programs and sequence databases to provide a seamless workstation. It includes a storage facility to hold user sequence data and results. A major feature is that program outputs are formatted in such a way that they can be used as inputs for another program, even if it is not from the same package. For instance, a multiple sequence alignment generated by ClustalW can be inputted into a phylogenetic program from the Phylip package. All the formatting requirements between suites of programs are dealt with behind the scenes. All the data is stored on the system and, as the system is web-based, it can be accessed from any computer with internet access.
The Australian National Genomic Information Service (ANGIS), run from the Australian Genomic Information Center (AGIC) at the University of Sydney, has provided a bioinformatics interface for Australian researchers since 1991, with BioManager-the most recent interface-installed in 2001. It has over 3000 active users, and is now also offered overseas.
The BioManager Navigation Panel
The navigation panel is shown above under the logo. The several buttons provide access to the various sections of BioManager, and are summarized as follows:
Text Search: A page for searching the databases on BioManager (the name of the sequence and other information) using keywords. The searchable databases on BioManager are copies of GenBank, Protein Data Bank (PDB), Swiss-Prot, and others.
Workbench: This page is the main sequence analysis area and is the page you see after logging in. Here, you can select the data you wish to analyze, and BioManager will then list the programs you can use to analyze your selection.
Programs: This page lists the programs available in BioManager and allows you to launch these programs directly. Programs can be listed by package or "what they do" (e.g. multiple sequence alignment, evolutionary analysis).
Results: This section allows you to view the results, parameters, and input data of your searches and analyses, and to monitor the progress of any analyzes currently running.
Protocols: A collection of "recipes" that outline how to perform some common bioinformatics tasks, requiring a combination of both computer programs and human analysis.
Logout: This takes you back to the BioManager home page.
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Using the Interface
To choose a program to run on a sequence, you would go to Workbench and select the sequence (either from the set of files that you have stored, from the database accession number, or pasted into the text box), and then select the Go button.
All the programs in the system that accept that particular type of input (protein 3D structure in the example below) will be displayed.
The program is then run on the ANGIS server and the results stored in your workbench. As the programs are run off-site, you do not need to be logged in once the program has been sent to the server. You can log off and return at a later time to view the results.
History Recorder
When you view a result, the History option allows you to view the processes that you took to get to this position; that is, the programs you used, any changes to the optional parameters, and the names of the outputs. This is in effect a computer workbook. The History option can also be used as the basis for making a macro to use the same programs in the same way on other data.
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Packages Available
There are over 280 programs available in BioManager that are included in the packages below. Subscribers from Australian universities can access the GCG package under a license we have. Other subscribers who have their own GCG license can also access the package through BioManager once the license is registered with us.
Funding and Subscriptions
The ANGIS started with setup funding from a range of bodies, but is now dependent on subscriptions for recurrent expenses including program maintenance and development as well as online and phone support. We have also received grants for equipment from funding bodies and Sun Microsystems. New computers and RAID arrays etc. bought with a recent ARC LIEF (Australian Research Council Linkage Infrastructure, Equipment and Facilities) grant will soon be available online, giving a boost in speed and reliability as well as providing for the expansion of the service.
Subscription information can be found at http://www.angis.org.au/subscriptions. shtml for both Australasia and overseas. Subscriptions are generally for a department or equivalent group. To obtain a 30-day trial login, please contact education@angis.org. au. Once a login has been created, an introduction tutorial is available at http://www. angis.org.au/documents/
